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FIGURE 1 

RTVP and RGLla, RGLip DNA compare 
1 CTCTGTTTTCT^^ 



Rcla" 1 5 l AGCACTCAGGC ^ TC ^^^ 

rgl b - ~ CATCCTCCGCATC-CTCCAC AT 

consensus 51 CATCCTCCGCATC-CTCCAC AT 

CAtCctCcGCatC CTCCAC At 

RTVP-1 
RGLa 

RGLB 22 CCTTCCATP^PT<- mo • ^TTUTTTATG 



101 CCTCCCAAGGCTCCATGCCAGACAAAGCATGCGTGTCACACTTGCTACAA 
22 CCTTCCATGGCTC-TG AAGAATAAATT CAGTTGTTTATG 

01 -AAGAATAAAT T ---CAG^TATG 

01 CCTtCCAtGGCTC TG AAGaATaaaT t CAgTTGtTtatg 

151 TAGCCTGGATGGTTTCTTTTGTCTCCAATTATTCACACACAGCAAATATT 

RGI B In 

GATCTTGGGTC - TGTGTTTGGTAGCCACTAC ATCTTCCA AAATC 

consensus 151 gAtCtTGGgTc TgTgTTTgGTagCCAcTacaTCttcCA AAATc" 

201 TTGCCAGATATCGAAAATGAAGATTTCATCAAAGACTGCGTTCGAATCCA 
J" ~~~^ TCCATCACTGACCCA CACTTTATAGACAACTGCATAGAAGCCCA 
CCATCCATCACTGACCCACACTTTATAGACAACTGCATAGAAGCCCA 
CCAtccATCactgAcccAcAcTTtATagAcaACTGCaTagaAgcCCA 



RTVP-1 
RGLa 



RTVP-1 
RGLa 
RGLp 
consensus 201 



RTVP-1 251 
RGLa 150 



TAACAAGTTCCGATCAGAGGTGAAACCAACAGCCAGTGATATGCTATACA 

RGLB 150 CAACGAATGGCGTGGCAAAGTCAACCCTCCCGCGGCCGACATGAAATACA 

cAACgAaTggCGtggcaAaGTcAAcCCtcCcGCggccGAcATGaaAT^CA 

, n r TGACTTGGGACCCAGCACTAGCCCAAATTGCAAAAGCATGGGCCAGCAAT 
RGLa 200 TGATTTGGGATAAAGGTTTAGCAAAGATGGCTAAAGCATGGGCAAAC^CAG- 

TGATTTGGGATAAAGGTTTAGCAAAGATC50r r TA A ap-p^^p * 



consensus 251 
RTVP-1 3 01 



RGLP 200 
consensus 301 



RTVP-1 
RGLa 
RGLp 
consensus 351 



x x^ATAAACiGTTTAGCAAAGATGGCTAAAGCATGGGCAAACCAG 
TGATTTGGGATAAAGGTTTAGCAAAGATGGCTAAAGCATGGGCAAACCAG 
TGAtTTGGGAt aaAGgt tTAGCaaAgATgGC tiAAAGCATGGGCaAaCc Ag 

351 TGCCAGTTTTCACATAATACACGGCTGAAGCCACCCCACAAGCTGC-ACC 

250 TGCAAATTTGAACATAATGACTGTTTGGATAAATCATATAAA-TGCTATG 
250 TGCAAATTTGAACATAATGACTOTTTriozy™ a ^ B ™ m » » , 



RTVP-1 
RGLa 

RGLP 299 




400 CAAACTTCACTTCACTGGGAGAGAACATCTGGACTGG — GTCTGTGCCCA 
299 CAGCTTTTGAATATGTTGGAGAAAATATCTGGTTAGGTGGAATAAAGTCA 
CAGCTTTTGAATATGTTGGAGAAAATATCTGGTTAGGTGGAATAAAGTCA 
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consensus 401 



RTVP-1 
RGLa 3 



CAgctTTtgaaTatgTtCSGAGAaAAtATCTGGttaGGtgGaaTaaagtCA 




ST 

RTVP-1 
RGLa 

RGL0 447 



T ATGA t TT t gA t AgTC tat C ATGC t c C Ag AGTCTGTGGCCA t T A t AC€ 

RGlT ^T^^^^^AATGGAGCACATTTTATATGC 
RGLP «7 CT« ^ < ^ASCTTCAACTGCAATA---TTTGTATGC 

consensus iol ctaa ^™^gcttcaactgcaata---tt TCT a T gc 

t-PAA CcTTGggGgagcTTCaAcTGcAatA TTTgTATGC 

ST | 8 -=C^G^™^™— = 

Sensns 651 -^^^ = ^ t ^^ 

ET IaS^^^^^^^s 

1ST 1 635 5 ^^^^^^CGTTACTACTCTGT^ATAT 

Census S S^H^*"^^ 

c acagc g a aa c AaaAtcCatTTcTgaAg 

RGLa 655 CCAACGGGG AGAGCACCTCAGCAGACAGCCTTTAATCCAT-TCAG 

con ensus til CCaIcSS""!^^ 

oui ccAacggGG AgAgCacctcAgCAGAcAgcCTTtaaTCcaT TCAg 

RTVP-1 845 TGTTAATTCAGTAATTCTAATACTGTCTGTTATAATTACCATTTTGGTAP 
RGLa 699 CTTAGGTTTTCTTCTTCTGAGAAT--CTTTTAATGT^^-CATT^ATATAC 
RGLP 726 CTTAGGTTTTCTTCTTCTGAGAAT — CTTTTAATGT CATT'PA'T'ft'T'ar^ 

consensus 851 ctTaggTTttcTtclTCTgAgAaT CT^tg? cStaTAC 

«^i^ilaaaio,T TAAAATAAAGGAATA 
-53- 
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S— Hi JZSJ5SSSS5- SS32SS3S 

rnnL. ^^-^TTGCTTAATATAA- - CTTATCATC ACTTTGCTTCTTTACTGAATC 

consensus 951 GtttAttgCttAAtAtaA CT tATca tCAc tTtGCTTcTTTacTgAAtC 

RTVP-1 992 AATAACAATTAGGTGTACTTCTATTTTAAAACATTTCAGAAAAAAATA 

RGLa 826 TTCTACACTCTTGC CTGATACCTAAA (SEQ ID NO: 1) 

RGLP 853 TTCTACACTCTTGC— CTGATACCTAA (SEQ ID NO: 3) 

consensuslOOl ttctACAcTcttGc CTgaTAccTaAA 
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FIGURE 2 

RTVP-1 and RGLloc, RGLip protein compare 

RTVP-1 MRVTLATIAWMVSFVSNYSHTANILPDIENEDPIKI^^ 
RGLa 



RGLa 



RGLp 

1 "" WiAUfnr x ui\ <~ x i^^lJNi WRGKVNPPAADMK YMI W 

RTVP-1 



IQDYDPKTRICKKVCGHYTQVVWMJSYKVGCAVQFCP 
RGL P T Q F ™^CSRVC<^ Q ^ 

RTVP-1 YPTW- PYKRGATCSACPNNDKCLDNLC VNRQRDQVK-RYYSWY 

FA^PYVRGESCSL^IkEEKCVKNLCK NPFLKPTGRAPQQTAFNPFSLGF 

RGLp ^^GESCSLCSI^EKCTO 

RTVP PGWPiypRNRYTSLFLIVNSVlLILSVIITILVQLKYPNLVLLD 
RGLo LLLRIF (SEQ ID HO: 2) 

RGLP LLLRIF (SEQ ID NO: 4) 

^? n ^ 1 PfPtide MQVILAVIVWM 

SCP-domain(sigl,sig2) VCGHYTQWWftD 

Caveolin biding site YNETQFXDF 

TM-domain YTSLFLIVNSVILILSVIITILV 
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FIGURE 3 



RGL 1 p53 binding sites 

( Promoter 4kb— intron 4 ) 

Intron I 7 

581 AAATAAGTTC AAAACT GTACTACTY^T (A) 
Intron 2 

1 3 59 AGACTAGTTT CTTCAC ATACATCTTT 95% (B) 
1 55SI AAGCCTGTTT AAGC AAT AT AAA GAGCTAAr.rT 

TCTTCTCT AGACJT4CCC_90% (d ,C2) 

1 6403 GAGCTTA CTC. TTTAT TGGCTACTTT 90% fD) 

Intron 3 

3U6A.GATAAGTCT GA GGTCTTftTrT 9f>% (£) 

32226 AGACAAC.CCA CCTGG AAGAAACTTT 9Q% fFl 

Intron 4" 

35786 AAACAAAGTT T AGACAACTTT 95% (G) 

36649 TAACTAGTTT GGGTACTAGTAAACC 

TGGCATGGfjC TC AAACTTTTTr 90% (HI , H2) 
38942 AGACATTCTC TATA AAGCTATTTT 9f)% (|) 
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FIGURE 4 
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RGL pS3 site (148-1) 



©vector 
■ wtp53 
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FIGURE 5 
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FIGURE 6 
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